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SEQUENCE LISTING 



<110> Nislow, Corey 
Wong , Kee 

<120> Aspergillus Fumigatus Cofilin 

<130> 1039 
<160> 2 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 465 
<212> DNA 

<213> Aspergillus fumigatus 
<400> 1 

atggcgctcg catccggtgt ctctatcgca gatgagtgca ttactgcatt caacgatttc 60 
cgcatgagcg gcaacaaggc caacaagacc aagttcatta tcttcaagat cgccgataac 120 
aagaaggagg ttgtcatcga cgaggtctcg caagaagagg actacgaggt cttccgtagc 180 
aggctcgagg ctaccaagga tagcaagggt aatcccgctc ctcgttatgc agtctacgat 240 
gtcgagtacg atctcggtgg cggtgaggga aagagaagca agattgtttt catctcctgg 300 
gttccctcag acacacctac tctgtggtcc atgatctacg ccagcacacg ggagaacttg 3 60 

aagaacgctc tcaacatcca cacctccatc cacgctgacg acaagggcga cattgagtgg 420 
aagactgttc tggccgaggc cagcggtggt aaggccggta aatag 465 

<210> 2 
<211> 154 
<212> PRT 

<213> Aspergillus fumigatus 
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